Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.102; data-to-parameter ratio = 13.0.
In the anion of the title molecular salt, C 6 H 9 BNO 2 + Á-C 7 H 4 NO 4 À , the dihedral angles between the -COO 2À and -CO 2 H groups and their attached ring are 4.02 (13) and 21.41 (10) , respectively. The B atom in the cation adopts a syn-syn geometry and the dihedral angle between the -B(OH) 2 group and its attached ring is 11.06 (5) . In the crystal, O-HÁ Á ÁO, N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds link the components into a three-dimensional network.
Related literature
For general background, see : Hall (2005) . For related structures, see: Li et al. (1995) ; SeethaLekshmi & Pedireddi (2006) ; Sokolov & MacGillivray (2006) ; Vega et al. (2010) .
Experimental
Crystal data 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: Mercury (Macrae et al., 2006) , PLATON (Spek, 2009), SHELXL97 and WinGX (Farrugia, 1999 (Hall, 2005) . Boronic acid has been utilized to controucted covalent macrocycles compounds and organic frameworks as building block. Intermolecular interactions of boronic acid have now been well explored in the rapid development of organic supramolecular assemblies. A large variety of boronic acids have shown the application as new building blocks in crystal engineering through hydrogen-bonding interactions. 4-Carboxyphenylboronic acid was shown to produce second-sphere coordination networks with transition metals (SeethaLekshmi & Pedireddi, 2006) . Cocrystallization of trans-1,2-bis(4-pyridyl)ethylene with phenylboronic acid could generate one-dimensional hydrogen bonded infinite ladder (Sokolov & MacGillivray, 2006) . In the crystal of 3-aminophenyl boronic acid hydrochloride, each chloride ion is connected four organic ions by N-H···Cl and O-H···Cl hydrogen bonds (Li et al., 1995) . Bis[3-(dihydroxyboryl)anilinium] sulfate can provide a complex three-dimensional supramolecular network by hydrogen bonds (Vega et al., 2010) .
Here, we present the title compound -an organic salt of 3-(dihydroxyboryl)anilinium and 6-carboxypyridine-2-carboxylate ( Fig. 1 ). In the crystal, intermolecular O-H···O, N-H···O and N-H···N interactions (Table 1) generate hydrogen-bonding network, which link cations and anions into three-dimensional structure.
Experimental
An ethanolic solution of 2,6-pyridinedicarboxylic acid(0.5 mmol in 10 ml e thanol)was added dropwise to 3-aminophenyl boronic acid monohydrate (0.5 mmol in 5 ml e thanol) with stirring. Single crystals suitable for X-ray analysis were obtained by slow evaporation of the solvent at room temperature.
Refinement
Atom H1A was located in a difference Fourier map and refined with a distance restraint O-H = 0.96 (2) Å. All other H atoms were positioned geometrically and refined using riding model, with C-H = 0.93 Å, O-H = 0.82 Å, N-H = 0.89 Å, and with U iso (H) = 1.2 U eq (C) or 1.5 U eq (O).
Computing details
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT (Bruker, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
Mercury (Macrae et al., 2006) , PLATON (Spek, 2009), SHELXL97 (Sheldrick, 2008) and WinGX (Farrugia, 1999 The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level.
3-(Dihydroxyboryl)anilinium 6-carboxypyridine-2-carboxylate
Crystal data Symmetry codes: (i) x−1/2, −y+3/2, z−1/2; (ii) x+1, y, z; (iii) −x+1, −y+2, −z; (iv) x−2, y, z−1.
